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Loss-of-function genetic screens in model organisms have elucidated numerous biological processes, but the diploid genome of mammalian cells has precluded large-scale gene disruption. We used random insertional mutagenesis to generate null alleles in a human cell line haploid for all chromosomes except chromosome 8. Using this approach, we identified host factors essential for infection with influenza by screening mutant lines for resistance to HlN1 influenza virus. This approach has both conceptual and practical parallels with genetic approaches in haploid yeast and other model organisms. Viable cell count/ml = 167 X 4 X 10 2 = 6.7 X 10 4 b. For various reasons, you want to make 10 ml of a 10 -5 dilution of the original culture. Your lab partner doesn't want to do a serial dilution (because it seems like too much trouble) and suggests that the dilution from the overnight culture could be done in a single step. How many µl of the overnight culture do you need to mix with 10 ml to make this dilution?
10 ml/10 5 = 10,000 ml/10 5 = 0.1 ul  not even a P2 would do an accurate job of measuring this small amount Serial dilutions are a more accurate way of producing a very dilute suspension of cells. Also, you typically need a series of dilutions to ensure that one of the platings give you a countable number of colonies in the 30-300 range.
 Problem 5 You have four strains of E. coli creatively named Strain 1, strain 2 and so on.
You want to establish the genotype of each strain with respect to two gene loci:
Indicate genotype by letter (above)
_b___ Strain 1 __d__ Strain 2 _a___ Strain 3 __c__ Strain 4
